Unt i 1 1 ed 

Ti t I e: US- 1 0- 61 5- 383 A- 7_CCPY_252_1 895 

Perfect score: 1644 

Sequence: 1 gagaat acagt acaagacgt act t gcct cot gaaaaaact 1644 



RESULT 3 
ABN93014 

ID ABN9301 4 standard; DMA; 2793 BP. 

AC ABN93014; 

DT 24- JUL- 2002 (f i rst entry) 
XX 

DE Staphyl ococcus epi derrri di s ORF nuci ei c aci d sequence SEQ I D NQ 2477. 
XX 

KW Staphylococcus epi der rri di s; open reading frarre; ORF; bacterial infection; 

KW antibacterial; gene t fier apy; gene; ds. 

XX 

CS Staphylococcus epi der rri di s. 

PN US6380370- B1 . 

PD 30- APFi-2002. 

PF 13- AUG- 1998; 98US- 00134001 . 

PR 14- AUG- 1997; 97US- 0055779P. 

PR 08- NO/- 1997; 97US- 0064964P. 

PA ( GENO- ) GEIVO/E THERAPELTTI CS CORP. 
XX 

PI Doucet t 6- St arnn LA, Bush D; 

DR \API ; 2002-381255/41. 

DR P-PSDB; ABP40469. 
XX 

PT Novel isolated nucleic acid encoding a Staphylococcus epi derm s 

PT polypeptide, useful for diagnosing and treating bacterial infections. 

PS Disclosure; SEQ I D NO 2477; 267pp; English. 
XX 

CO ABN90538 to ABN93374 represent Staphylococcus epi derm di s open reading 

CC frannB (OFF) nucleic acid sequences which encode the ani no acid sequences 

CC given in ABP35124 to ABP37960. The S. epidernidis sequences have 

CC antibacterial activity and can be used in gene therapy. The sequences can 

CC also be used i n t he diagnosis and treatrrBnt of bacterial infections, 

CC particularly S. epidernidis infections. The sequences can be used to 

CC screen for conpounds able to interfere with the S. epidernidis life cycle 

CC or inhibit S. epidernidis infection. N. B. The sequence data for this 

CC patent did not form part of the printed specification, but was obtained 

CC in electronic format directly f r om t he USPTO web site 

XX 

SQ Sequence 2793 BP; 1149 A; 423 C; 497 Q 724 T; 0 U; 0 Q her ; 

Query ^/bt ch 100.0% Score 1644; DB 1; Length 2793; 

Best Local Si m I ar i t y 100.0% 

l\/btches 1644; Conservative 0; MsrrHtches 0; I ndel s 0; C^ps 0; 

0/ 1 G^G'\ATACAGrACAAG0iCGrTAAAG^TTCG^TATG3^TGaTG'\ATTATCAG^TAGCAAT 60 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 151 G^G^TAGAGrAGAAG^CGTTAAAG^TTCG^ATATQS^TG^TG^ATTATCAG^TAQCAAT 210 
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0/ 


61 


G^TGAG^a:AG^MTG'\AG'\AMG^ATG^TG^MTCMTMTAG^GAG^CMTAMGACC 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
G^TGACTCGACTAATG^G'WV\G^ATG^TG^AATGAATAATACTGACTCAATAAAGACC 


120 


Db 


211 


270 


0/ 


121 


G^TG^TG^TMCGAMTAAAAAMG^AGW.CG^ATAQCMCG^TQ3GATAG'\AMTC^ 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
G^TG^TG^TAACGAAATAAAAAAAG/\AG/W\CG^TAQ3AACG^TQ3GATAG'W^ 


180 


Db 


271 


330 


0/ 
Db 


181 
331 


TCTAAAG^TATAAGAGAGrGAA(^CAAATGrAG^TG'W\ACG'\AQCAACAT^^^ 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
TCTAAAG^TATAAGAGAGTGAACWKGAAATGrAG^TG'WV^CG^QCAACATTTTTAGAA 


240 
390 


0/ 
Db 


241 
391 


AAG^CCCCTGAAG^TAATAGT(^GCrrAAAG^G^Gn"Q3rAAAAG^CCCT^^ 


300 
450 


0/ 
Db 


301 

451 


G^T(XTCAAATTCATCMTG3^TACTGXCAACAA0CATCTCATAGAACAATAAATACT 

1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

GAATCCTCAAATTGATGAATQ3^TACTQGa:AACAACCATCTCATACAACAATAAATAGr 


360 

510 


cv 

Db 


361 
511 


G^QGATCTATTGAAAGAAGrG^TAATG^GAAAATTCCCQCGTATCAG^TTTTQOTA^ 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 [ 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
G^QCy\TCTATTGAAAGAAG^G^TAATG^AGAAAATTCCCQ3G^ATCAG^TTTTQ3TAAC 


420 
570 


CV 
Db 


421 
571 


TCTAAAATAATAG^G^GrAAGACT»\ATOGAATAAAG'\AG^G^TACTATAG^a:AACCT 


480 
630 


CV 
Db 


481 
631 


fiACMAGlfiAG^GNKG^TTCfiA^fiACmSl 


540 
690 


CV 
Db 


541 
691 


AAAATTTCAAATGAAG^TG^GrrATTAAATTTA(XAATAAATG^TATG^W\ATAAQ3^ 


600 
750 


CV 
Db 


601 
751 


AG^CCGrTATCTACAACATCTG3OCAACX:ATCX3^GrAAQ0GrGrAACCGTAAATG^ 


660 
810 


CV 


661 


QCX33CAG^GAAG3TTCG^TGTTAATCATTTAATTAAAGTTACTGMGAAAGTATTACT 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
QCOaCAG'XAGAAGGrTCG^TGrTAATCATTTAATTAAAGrTACTG^TGAAAGrATTAC^ 


720 


Db 


811 


870 


CV 


721 


G^AQG^TATG^TG^TAGTG^TGSrATTATTAAAGGAGATG^TGCTG^AAACTTAATCTAT 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
G'\AQ3^TATG^TG^TAGrG'\TGGrATTATTAAAGGAGATG^TG3TG^AAACTTAATCTAT 


780 


Db 


871 


930 


CV 


781 


GMCTAACTTTTG^GTAG^TGMAAGSTG^TCTGSTGMACGMG^CACTG^TATA 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

M M M M 1 M M M M M M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M M M M M M M M M M M 
GMGrAACTTTTG^GrAG^TGAkTAAGGrGOkAATCTGSrG^TACGMG^CAGTG'XATATA 


840 


Db 


931 


990 


CV 


841 


G^TAAG^TAGAGTTCGATCAG^TTTAAa^G^TAGrTTTQCAATACGAAAAATAAAAG^T 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
G^TAAG'\ATAGAGrTCGATCAG^TTTAACCG^TAGrTTTGGAATACGAAAAATAAAAG^^ 


900 


Db 


991 


1050 


CV 


901 


AATTCTQGAG^TGATCQGTAGAGSrACTTATG^GAACACAAATAAAGAAATTACCTAC 


960 


Db 


1051 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
AATTCTQ3AG'\AATGATCG3TACAQSrACTTATG^CAAGAGAAATAAAGAAATTACCTAC 


1110 


CV 
Db 


961 
1111 


ACTTTTAGAG^TTATGrAG^TAAATATG^W\ATATTAAAQ3Q3ACjCrTAAATTAAGATGA 


1020 
1170 
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1 021 






«y 


1 081 








1141 






uy 


1 201 








1 261 








1 321 








1 381 








1 441 








1 501 


Db 


1651 


cv 


1561 


Db 


1711 


0/ 


1621 


Db 


1771 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

ACG^TTTATATTMOOCTCrrOGrrATT(^Q3GAMG/W\GAMTGrAMTATTTGAQ^ 1410 
1261 AATQ33G^TG^Q3rTCAAGAATTAT0GftCX3^TAGrAGAATGATTAAAGrT^^ 1320 



470 

1321 Q3^G^TAATGAAAATTTA(XAG^TAGrAAGAG^TTTATG^TTAGAGrG^TATG^G^^ 1380 

■(iky^T 1530 

1381 GrGAGAAATG^TG^TTATQXGAATTAQ3^TAATAATG^CX3rG^TATTAATTTTQ3r 1440 

amvmmmwimvmvmmmmy^ ,590 

AATATAGMTGACGATATATTATTAAAGrTATTAGTAAATATG^CCCTAATAAGS^CGM 1500 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
AATATAG^TTGACGATATATTATTAAAGrTATTAGrAAATATG^CCCTAATAAG3^CG<\T 1650 

TAGACG^CG^TAGAGCW\ACTGrG^CAATa:AAACG^CTATAAATG^GTATACTQ3rG^G 1560 

I I I I I I I I I I I I I I I I I I I I M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I I I I I I I I I I I I I I I I I I I I I I I 



I I I I I I I I I I I I I I I I I M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I I I I I 

^CAGGATCCTATG^TAATAGAATTQCTTTCTCTAGAAGrTGAQGn-GAAQG^^ 1 770 
1621 QSTG^CTTQCCTCCTG'WW^ACT 1644 
1794 

Title: US- 10- 61 5- 383 A- 7 

Perfect score: 2976 

Sequence: 1 at at t gcaaaaaagact t at ccaacaaat at aaggt gt t g 2976 

RESULT 4 

US- 09- 134-0010 2477 
Sequence 2477, Application US/09134001C 
Patent No. 6380370 
GENEFIAL I NFORI\ATI CM: 
APPLI CAINTT: Lynn Doucet t e- St anmn et al 

Tl TLB OF I NVE^I CN: NUCLEI C ACI D AND AM NO ACI D SEQUENCES PEL ATI NO TO 
STAPHYLOCOCCUS 

Tl TLE OF I NVENTTI ON: EPI DERM Dl S FOR Dl AGNOSTI CS AND THERAPEUTI CS 
Fl LE REFERENCE: GTC- 007 

CURRE^ APPLI CATI CN NUIVBER: US/ 09/ 1 34, 001 C 
CURREISrr Fl LI NG DATE: 1 998- 08- 1 3 
PRI OR APPLI CATI CN NUI\/BER: US 60/ 064, 964 

Page 3 



Unt i 1 1 ed 

; PRI OR Fl LI NG DATE: 1997- 11-08 

; PRI OR APPLI GATI ON NU^/BER: US 60/055, 779 

; PRI OR Fl LI NG DATE: 1997-08-14 

; NU^/BER OF SEQ I D NOS: 5674 

; SEQ I D NO 2477 

; LENGTH: 2793 

; TYPE: DNA 

; 0FO\NI SM Staphylococcus epi der nri di s 
US- 09- 134- 001 0-2477 

Qjery IVbtch 93.8% Score 2791.4; DB 3; Length 2793; 

Best Local Si m I ar i t y 99. 9% 



l\/bt Che 


3 2792; Conservative 0; MsrrHtches 1; 1 ndel s 0; G&ps 


0 


0/ 
Db 


102 
1 


TTAAAAAAAAATAATTrACTAACTAAAAAG^OCTATAQGAAATAAATCGAATAAATAT 

II II II II II II II II II II II II II II II II II II II II II II II II II II II II II II 
VVWWWW\ATAATTTA^^ 


161 
60 


0/ 


162 


GOAATTAGAAAATTGAGAGTAQGrAGAQDGrCTATTGrAATAQGrQOAQOATTATTGrTT 


221 


Db 


61 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Q0AATTAGAAAATTGAGAGrAQGrAGAGCX:5rGTATTGrAATAQGrQ3AACATTATTGrTT 


120 


0/ 


222 


Q:^TTAQG^GATAATG^Q^GGAAAQGTG^Q3^G^TACAG^ACAAG^CG^TAAAG^TTCG 


281 


Db 


121 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I I I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
QGrTTAa3TGATAATG^a3GGAAAQCrG^G3^G'\ATACAGrACAAG^CGrTAAAG^TTCG 


180 


0/ 


282 


AATATQ3^TG^TG^TTATGAG^TAG3AATG^TGAG^CGAG^AATG^G^AAAG^TG^T 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
AATATa^^TG^TG^TTATGAG^TAGGAATG^TGAG^CGAG^AATG'\AG^AAAG'\ATG^T 


341 


Db 


181 


240 


0/ 


342 


GTAATGAATAATAGrCAGrGAATAAAGAOOG^TG^TG^TAACCAAATAAAAAAAG^AG^ 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
GrAATGAATAATAGrGAGrGAATAAAGAOOG^TG^TG^TAAGGAAATAAAAAAAG^AG<V\ 


401 


Db 


241 


300 


0/ 


402 


Aa3^TAQGAAa3^TGCX:ATAGflkAAATCGCTCTAAAG^TATAAGACAGrCAAGAAGAAAT 

1 1 1 1 1 1 1 1 1 1 1 1 1 M M 1 1 M 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

ACG<V\TAGGAAOG^TQXATAG'WV\TGQGTCTAAAG^TATAACACAGTCAAGAACAAAT 


461 


Db 


301 


360 


0/ 


462 


GTAG^TG^AAACG^GGAAGATTTTTACAAAAG^CCCCTGAAG^TAATACTGAQCTTAAA 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 I { 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
GTAG^TG'WVVCG^GGAAGATTTTTACAAAAG^CCCCTGAAG^TAATACTGAGGTTAAA 


521 


Db 


361 


420 


0/ 
Db 


522 
421 


»\AG<\AGrQ3rAAAAG^00CTGATCAGr0G^TGCTGAAATTGATGAATG3^TACTQ3C 


581 
480 


0/ 
Db 


582 
481 


GAA(^a:ATCTGATAGAAGAATAAATAGrG^Q3ATCTATTGAAAGAAG^ 


641 
540 


0/ 
Db 


642 
541 


G^W\ATT(XmX3rATGAG^TTrTQCTAACTCTAAAATAATAG^G^GrAAGACTG^T(^ 


701 
600 


0/ 
Db 


702 
601 


AATAAAG'\AG'\G'\ATAGrATAG^GCAACCrAACAAAGrAAG'\G<\AG^TTCAATAAGAAGr 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
AATAAAG^AG^G^TACTATAG^GGAAOCrAAGAAAGrAAG^G<V\G^TTGAATAAGAACT 


761 
660 


0/ 
Db 


762 
661 


GAAGGG^GTAG3TATAAAAATATAG^TG^AAAAATTTGAAATGAAG^TG^G^TATTAAAT 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

GAACOGrCTAGGTATAAAAATATAG^TG^WWXATTTGAAATGAAG^TG^GrTATTAAAT 


821 
720 


0/ 


822 


TrAOGAATAAATG^TATG^AAATAAQSTTAG^OOGrTATCTACAACATCTOXGAAOGA 


881 
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Db 


721 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
TTA(XMTAMTG^TAT»W\ATMQ3rrAG^CXX3rTATCTACAA(^TCTQXGAAa^ 


780 


0/ 


882 


T0G^GrAAQ3GrGrAA00GrAAATCAATTAQCXm\G^GAAQ3rTa3^TGrTAATGA^ 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
M M M M M M M M M M M M M M M M M M M M M M M M M M M M M M 
T0G^GrAAQ3GrGrAA(XO'AAATCAATTAQ3GXAG^CAAQ3rTa3^TGrTAAT^ 


941 


Db 


781 


840 


cv 


942 


TTAATTAAAGrrACTG^TCAAAGrATTACT»\AG3^TATG^TG^TAGrG^TQ3rATTATT 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
TTAATTAAAGTTACTG^TGAAAGrATTACTG^GG^TATG^TG^TAGrG^TQGTA^^ 


1001 


Db 


841 


900 


0/ 


1002 


AAAQ3AGATGMQGTG^W\ACTTAATCTATGMCTAACTTTTG^GTAG^TGMAAa^G 


1061 


Db 


901 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
AAAQGAGATG^TQ3TGAAAA(^AATCTATGA,TGrAACTTTTG'\AGrAG'\TG'\TAAQ3rG 


960 


0/ 


1062 


AAATCTQGfrGMAOGMG^GAGrG^TATAGMAAG/XATAGAGFTCCATCAGMTTAACC 

1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

AAATCTQGn"GMACGMG^GAGrG^TATAGMAAG^TACAGrTCGATCAGMTTAACC 


1121 


Db 


961 


1020 


0/ 


1122 


GMAGrTTTQGAATACGAAAAATAAAAGMAATTCTQ3^»W\TCATCQ3TACAa^ACT 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
G^TAGrTTTQGAATACGAAAAATAAAAG^TAATTCTQ3^G'\AATCATCQ3TACAQ3rACT 


1181 


Db 


1021 


1080 


0/ 


1182 


TATG^GAAGAGAAATAAACAAATTACCTACACTTTTACAG^TTATGrAG^TAAATATG^ 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
TATG^GAAGAGAAATAAAGAAATTA(XTAGACriTTAGAG^TTATCT^ 


1241 


Db 


1081 


1140 


cv 


1242 


AATATTAAAQ3QCA0CTTAAATTAAGATGATAGATTG^TAAATGAAAQ3rT0GAAATAAT 

1 M M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

AATATTAAAGGGCV\CCTTAAATTAACATCATACATTQ^TAAATGAAAG3TTCCAAATAAT 


1301 


Db 


1141 


1200 


0/ 


1302 


AAGACTAAGTTAG^TGTAG^TATAAG^CX3330CTTTGATGAGTAAATAAAAGAATTACG 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
AAGACTAAGTTAGMGTAG^TATAAG^CX3330CTTTGATCAGTAAATAAAAGAATTACG 


1361 


Db 


1201 


1260 


cv 


1362 


GrTG^TATGAAAAA0CTAA0»W\AT0Q3^CTQCTAA(XTTGAAAGrATGr^ 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
GrrG^TATGAAAAA(XTAA0»W\AT0Q3^CTQCTAA(XTTGAAACT^ 


1421 


Db 


1261 


1320 


cv 


1422 


ATAG^TACG^WW\(XATAGAGrrG^Q3AAA0G^TTTATATTAA(XCTCT^ 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
M M M M M M M M M M M M M M M M M M M M M M M M M M M M M M 
ATAG^TACG^WW\(XATAGAGrrG^Q3AAA0G^TTTATATTAA(XCTCT^ 


1481 


Db 


1321 


1380 


0/ 


1482 


QXAAAG^GAAATGrAAATATTTGAQ33^TQ3GX3^TG^Q3rrGAA(^T^^ 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
M M M M M M M M M M M M M M M M M M M M M M M M M M M M M M 
QXAAAG^GAAATGrAAATATTTGAQ33^TQ33G^TG^Q3rTGAACAATTAT0G^C 


1541 


Db 


1381 


1440 


cv 


1542 


GMAGrACAATGATTAAAGrTTATAAGGirGS^GMAATGAAAATTTACCAGMAGTAAC 


1601 


Db 


1441 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

GMACTACAATGATTAAAGTTTATAAG3TTG3^GMAATGAAAATTTACCAGMACTAAC 


1500 


0/ 


1602 


AG'\ATTTATG'\TTAGAGrG^TATG^G^TGrCAGAAATGaTG^TTATQ3CGAATTAQ3^ 


1661 


Db 


1501 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

AG^TTTATG^TTAGACTG^TATG^GMGTGAGAAATGMGMTATQOCGAATTAQS^ 


1560 


cv 


1662 


AATAATAATG^CGrGfliATATTAATTTTQGfrAATATAG^TTGACGATATATTATTAAAGTT 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
AATAATAATG^CCTG^TATTAATTTTQSrAATATAG^TTGACGATATATTATTAAACTT 


1721 


Db 


1561 


1620 


cv 

Db 


1722 
1621 


ATTAGrAAATATG'\CCCTAATAAGG^CG^TTAGACGflia^TAGAQCAAACTGr 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

ATTAGrAAATATG^CX3CTAATAAQ3^CX3^TTAGAOG^CX3^TAGAQ3AAACTGrG^^ 


1781 
1680 
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0/ 


1782 


Db 


1681 


0/ 


1842 


Db 


1741 


0/ 


1902 


Db 


1801 


0/ 


1962 


Db 


1861 


cv 


2022 


Db 


1921 


0/ 


2082 


Db 


1981 


CV 


2142 


Db 


2041 


CV 


2202 


Db 


2101 


CV 


2262 


Db 


2161 


CV 


2322 


Db 


2221 


CV 


2382 


Db 


2281 


CV 


2442 


Db 


2341 


CV 


2502 


Db 


2401 


CV 


2562 


Db 


2461 


CV 


2622 


Db 


2521 


CV 


2682 


Db 


2581 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

GAAACG^CTATAAATG^CTATACTQ3r»\GrTTAG^GAQCATCCTATGMAATAGAATT 1 



740 



1842 Q3TTTCTCTAGAAGrTGAQ3rGAAQ3aCAAQ3rG^CTTQXTCCTG'\AAAAACTTATAA^ 1901 

I I I I I I I I I I I I I I I I I I I I I I I I M I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

Q3TTTCTCTAGAACTTCAQ3rGAAQ3^(W\Q3rG^CTTQ3CTCCTG'WWV\CTTATAAA 1800 

ATCQ3^G^TTACGrATQ33^G^TGrAG^TAAAG^Ta^ATTGAAAATACAAATG^TAAT 1 961 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
1801 ATCQ3^G^TTACGrATQ33^G^TGrAG^TAAAGMQ3rATTGAAAATACAAATGMAAT 1860 

1962 GAAAAACC03TTAG^AATG^ATTGG^AAC^ITG^a3^^ATCCTG^TQ3'\AC^^ 2021 

ymiMmvmy^mmvmvymmvy^ ,920 

2022 GrCAGftACAG^TG^G^G333^TATCAATTTG^TG33rTAAAAAA0Q3ATTG^CrTAT 2081 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
i^CAG^TG^G^Q333^TATGAATTTG^TQ33rTAAAAAACQ3ATTG^CTTAT 1 980 

2082 AAAATTACATTCG^GACCQ3^AQ3'\TATACQXG^CQ3TTAAACATTCAQ3'\AGAAAT 2141 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
AAAATTACATTCG^GACCQ3^Q3^TATACQXG^CQ3TTAAACATTCAQ3^CAAAT 2040 

2142 CCTQ3ACTAG^CTGAG^QXAATTCTGrATQ33rAACTATTAA0Q3^GAAG^CG^TATG 2201 

y^mmymiikmmmmkwimimiivkv^ 2100 

2202 ACTATTG^TAQGX33^TTTTATGAAAGA0CTAAATATAQCTTAQ33^CTATCT^ 2261 
2262 G^GACTAATAAAG^TQ3rATTGAAQ3rG^TG^TG^WW\Q3^TCTCTQ3AGrAAAAGrG 2321 

ymkkvmmkviymmvymyikvi^i^mkm^ 2220 

ACGTTAAAAG^TG^W\A0GG^AATATCATTAGTACAACAACAACTGMG^AAATQ3^G 2381 

I I I I I I I I I M 1 1 1 1 1 1 [Ml I I I I I I I M I I I I I I I I I I I I I I I I I I I I I I I I Ml I I I 

ACGrTAAAAG^TG^W\ACG3^TATGATTAGrAGAAGAAGAACTG^T»\AAATQ3^G 2280 

TATGAATTTG^\TAATTTAAATAGTG3rAATTATATTGTTGATTTTGMAAACCTTGAG3T 244 1 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
TATGAATTTG^TAATTTAAATAGrGGrAATTATATTGTTGATTTTGMAAACCTTGAGGT 2340 

ATG^\CTGAAAGAAGAAGAG^\TTCTG3rG^TG^TG^CG^GAG3^TG3TG^TG333AAG^ 2501 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
ATG^CTGAAAGAAGAAGAG^TTCTGGrG^TG^TG^CG^GAG3^TG3TG^TG333^ 2400 

CTCGATCTAAGAATTACTG^\TCATGMG^CnTAGrATAGMAACG3MACTATGMG^C 2561 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
GTCGATGTAAGAATTACTG^TGATG^TG^CnTAGrATAG^TAACGS^TACTATGMG^C 2460 

G^CTGAG^TTGAG^TAGTGMTCAGftCTCAGMAGCZ^CG^CTGAG^CTCCGMAGCGM 2621 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
G^CTGAG^TTGAG^TAGrGfl^TTCAG^CTCAG^TAGCG^aB^CTGAG^CTCCG^TAGC^ 2520 

TCCG^CTCAG^GAGCG^CTCAG^TTOOG^TAGrG^TTGAG^TTGAG^GAG^G^CTGAG^C 2681 

I I I I I I I I I I I I I I I I I I I I I I I I I I I 1 I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 



2640 
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2742 MTAQ3TCAG^TMG'\ATAGAAMG^TAMTTACCQ3'\TAGAQ3^Q3TAATG'\AG^TGAT 2801 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
2641 AATAQ3TCAG^TAAG^TAGAAAAGftTAAATTAGCQ3^TAGAQ3^Q3TAATG^GMGAT 2700 

2802 G^TTCTAAAQ^GAGATTACTTGG^GC^TTATTTQCAQG^^TTAQ3^Q3G^TATTATTAQ^3 2861 

M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

2701 G^TTCTAAAQ3CACATTACrrQ3^QCTTTATTTQ3AQ3mAQ3^Q3GrTA^^ 2760 

2862 AAQ3GrCX3GAAAAATAG^WW\ATAAAAATTAA 2894 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
2761 AAQ3CTCQGAAAAATAG^WW\ATAAAAATTAA 2793 



M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

^Q3^QCTTTATTTQ3AQ3mAQ3^Q3GrT ATTA-" 

AAATAAAAATTAA 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
. . ^^^^^^ '^f^f^f^f^f^f^fjf^' 

Title: US- 10- 61 5- 383 A- 10 

PqI* f 0Ct SCOT 6' A-&2.A- 

Sequence: 1 LKKNNLLTKKKPI ANKSNKY FAaOMLLGKFIRKNRKNKN 930 

RESULT 3 
ABP40469 

ID ABP40469 St andard; protein; 930 AA. 
AC ABP40469; 

DT 24- JUL- 2002 (f 1 rst entry) 
XX 

DE Staphyl ococcus epi derrri di s ORF arri no aci d sequence SEQ I D NQ5314. 

KW Staphylococcus epi derni di s; open reading frarrs; ORF; bacterial infection; 

KW antibacterial; gene therapy. 
XX 

CS Staphylococcus epi der rri di s. 

PN US6380370- B1 . 

PD 30- APR- 2002. 

PF 13- AUG- 1998; 98 US- 00134001 . 

PR 14- AUG 1997; 97US- 0055779P. 
PR 08-NCV- 1997; 97US- 0064964P. 

PA ( GENO- ) GENO/E THERAPELTTI CS CORP. 
XX 

PI Doucet t e- St arrm LA, Bush D; 

DR Wl ; 2002-381255/41. 

DR N-PSDB; ABN93014. 
XX 

PT Novel isolated nucleic acid encoding a Staphylococcus epi derm s 

PT polypeptide, useful for diagnosing and treating bacterial infections. 

PS Qsclosure; SEQ I D ND 5314; 267pp; English. 
XX 

CC ABN90538 to ABN93374 represent Staphylococcus epi derm di s open reading 

CC fran^ (ORF) nucleic acid sequences which encode the ani no acid sequences 

CC given in ABP35124 to ABP37960. The S. epidernidis sequences have 

CC antibacterial activity and can be used in gene therapy. The sequences can 

CC also be used i n t he diagnosis and treatment of bacterial infections, 

CC particularly S. epidernidis infections. The sequences can be used to 

CC screen for corrpounds able to interfere with the S. epi derrri dis life cycle 

CC or inhibit S. epi der rri dis infection. N. B. The sequence data for this 

CC patent did not form part of the printed specification, but was obtained 
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Unt i 1 1 ed 

CC i n el ect r oni c f or mat di r ect I y f r om t he USPTO web si t e 
XX 

SQ Sequence 930 AA; 

Query ^/bt ch 99.9% Score 4820; DB 1; Length 930; 

Best Local Si m I ar i t y 99. 9% 

IVbtches 929; Conservative 0; IVIsmatches 1; I ndel s 0; C^ps 0; 



0/ 
Db 


1 
1 


LKKNNLLTKKKPI ANKSNKYAI RKFTVGTASi VI G^XALLFGLGHNEAKAEENTTVCDVKDS 
LKKNNLLTKKKPI ANKSNKYAI RKFTVGrASI VI l^TLLFaliNEAKAEE^VQDVKDS 


60 
60 


0/ 
Db 


61 
61 


N^/DDELSDSNDCSSNEEKNDVI NNSQSI NTTDDDNQ KKEETNSNDAI ENRSKDI TCSTTN 

LiLtkimbiiy^yLiiij m iim mm mil vm 


120 
120 


0/ 
Db 


121 

121 


VDENEATFLQKTPQDIvn-aKEEVVKEPSSVESSNSSiVDTAQCPSI-nTi NSEASI OTSDNE 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
VDENEATFLCKTPCDMraKEEVVKEPSSVESSNSSN/DTAQQPSHTTI NSEASI QTSDNE 


180 

180 


cv 

Db 


181 
181 


ENSRVSDFANSKI 1 ESNrTESNKEENm ECPNKVREDSI TSCPSSYKNI DEKI SNCDELLN 
ENSRVSDFANSKI 1 EsWtESNKEeWtI EGPNKVREDsI TSQPSSYKNI DEKI SNQDELLN 


240 
240 


CV 
Db 


241 
241 


LPI NEYENKVRPLSTTSACPSSKRVrVNaAAECGSNVNHLI KVTDQSI TEG/DDSDGI 1 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 


300 
300 


CV 
Db 


301 
301 


KAHDAENLI YDVTFEVDDKVKSGDTMTVNI DKNTTVPSDITDSFAI PKI KDNSGEI 1 ATGT 

\mm m^\]^mm mmm \m\ \ m 


360 
360 


CV 
Db 


361 
361 


YDNrrNKQ TYTFTDYVDKYENI KAHLKLTSYI DKSKVPNNISrTKLDVEYKTALSSVNKTI T 

mL^d muxmi \mm mm\i\i,mM^\ v 


420 
420 


CV 


421 


VEYCKPNENRTANLCSM=TNI DTKNHTVEOTI Yl NPLRYSAKETNVNI SGNGDEGSTI 1 D 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
VEYQKPNENRTANLQSM=TNI DTKNHTVECJTI Yl NPLRYSAKETNVNI SGNGDEGSTI 1 D 


480 


Db 


421 


480 


CV 


481 


DSTI 1 KVYKVGDNGNLPDSNRI YDYSEYEDN^NDDYAaGNNNDVNI NFGNI DSPYI 1 KV 


540 


Db 


481 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
DSTI 1 KVYKVGDNGNLPDSNRI YDYSEYEDVTNDDYAaGNNNDVNI NFGNI DSPYI 1 KV 


540 


CV 


541 


1 SKYDPNKDD^TI QOTN^VQITI NEYTGEFRTASYD^I AFSTSSGQGQGDLPPE^YK 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
1 SKYDPNKDDYTTI Qa^V^^/am NEYTGEFR^ASYD^f^l AFSTSSGQGQGDLPPEKTYK 


600 


Db 


541 


600 


CV 


601 


1 GDYW\EDVDKDGI QWNDNEKPLSNVLVTLTYPDGTSKSVRTDEEQ<YQFDa_KNQ_TY 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
1 GDYW\EDVDKDGI QNfTNDNEKPLSNVLVTLTYPDGTSKSVRTDEEGKYQFDGLKNGLTY 


660 


Db 


601 


660 


CV 


661 


Kl TFETPEG^PTLKHSGTNPALDSEGNSVWTI NGQDD^^I DSGFYQTPKYSLGNYVW 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
Kl TFETPEGYTPTLKHSGTNPALDSEGNSVWTI NGQDDMTI DSGFYOTPKYSLGNYVW 


720 


Db 


661 


720 


CV 


721 


DTNKDGI QGDDEKGI SGVKVTLKDENGNI 1 STTTTDENa<YQFDNLNSGNYI VHFDKPSG 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
DTNKDGI QGDDEKGI SGVKVTLKDENGNI 1 STTTTDENGKYQFDNLNSGNYI VHFDKPSG 


780 


Db 


721 


780 


CV 
Db 


781 
781 


MTOrTTDSGDDDEQDADGEEVHVTI TDHDDFSI DNGYYDDDSDSDSDSDSDSDDSDSDSD 


840 
840 
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Unt i 1 1 ed 



0/ 


841 


Db 


841 


0/ 


901 


Db 


901 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

DSKGTLLG^LFAaGMLLGKFIRKNRKNKN 930 



Ti 1 1 e: US- 1 0- 61 5- 383 A- 1 0_OOPY_51_598 

Perfect score: 2808 

Sequence: 1 EISTTVCDVKDSNIVDDELSDSN TI AFSTSSQQ3Q3DLPPEKT 548 



RESULT 4 
ABP40469 

ID ABP40469 St andard; protein; 930 AA. 
XX 

AC ABP40469; 

DT 24- JUL- 2002 (f i rst ent ry) 
XX 

DE St aphy I ococcus epi der nri di s ORF anri no aci d sequence SEQ ID NQ 531 4. 
XX 

KW Staphylococcus epi der rri di s; open reading frarre; ORF; bacterial infection; 

KW antibacterial; gene therapy. 

XX 

CS Staphylococcus epi der rri di s. 
XX 

PN US6380370- B1 . 

PD 30- APR- 2002. 

PF 13- AUG 1998; 98US- 001 34001 . 

PR 14- AUG 1997; 97US- 0055779P. 

PR 08-NCA/- 1997; 97US- 0064964P. 

PA ( CENG ) GENOVE THERAPEL^I CS CORP. 
XX 

PI Doucet t e- St anrm LA, Bush D; 
XX 

DR Wl ; 2002-381255/41. 

DR N-PSDB; ABIM93014. 
XX 

PT Novel isolated nucleic acid encoding a Staphylococcus epi derm s 

PT polypeptide, useful for diagnosing and treating bacterial infections. 

PS Disclosure; SEQ I D NO 5314; 267pp; English. 
XX 

CO ABN90538 to ABN93374 represent Staphylococcus epi deriri di s open reading 

CO fran^ (ORF) nucleic acid sequences which encode the ani no acid sequences 

CO given in ABP35124 to ABP37960. The S. epi der nri dis sequences have 

CO antibacterial activity and can be used in gene therapy. The sequences can 

CO also be used i n t he diagnosis and treatment of bacterial infections, 

CO particularly S. epi der m dis infections. The sequences can be used to 

CO screen for conpounds able to interfere \wi t h the S. epidermdis life cycle 

CO or inhibit S. epidermdis infection. N. B. The sequence data for this 

CO patent did not form part of the printed specification, but was obtained 

CC in electronic f or rrat directly from the USPTO web site 

XX 
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SQ Sequence 930 AA; 

Query ^/bt ch 100.0% Score 2808; DB 1; Length 930; 

Best Local Si m I ar i t y 1 00. 0% 

IVbtches 548; Conservative 0; IV! sn^t cines 0; I ndel s 0; C^ps 
ENn"VCDVKDSNIVDDELSDSNDQSSNEEKNDVI NNSCSI ISfTDDDNQ KKEETNSNDAI ENR 



0/ 


1 


Db 


51 


0/ 


61 


Db 


111 


0/ 


121 


Db 


171 


0/ 


181 


Db 


231 


0/ 


241 


Db 


291 


0/ 


301 


Db 


351 


0/ 


361 


Db 


411 


0/ 


421 


Db 


471 


0/ 


481 


Db 


531 


0/ 


541 


Db 


591 



61 SKDI TCSTTIWDENEATFLCKTPCDNn-aKEEWKEPSSVESSNSSIVDTAaPSI-nTI NS 120 
121 EASI arSDNEENSRVSDFANSKI I ESISTTESNKEEISm ECPNKVFEDSI TSCPSSYKNI DE 180 

kkki m^mmy I mmiri mm vk^mi \k .30 

Kl SNCDELLNLPI NEYENKVRPLSTTSACPSSKRVTVNaAAEQGSNVNHLI KWDQSI T 240 

I I I I I I I I I I I I I I I I I I I I I I I I I I M I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 



I I I I I I I I I I I I I I I I I I I I I I I I I M I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

EGYDDSDGI I KAHDAENLI YDVTFEVDDKVKSGDTIVirVNI DKKfTVPSDLTDSFAl PKI KD 350 

NSGEI I ATGrVDMrNKQ TYTFTDYVDKYENI KAHLKLTSYI DKSKVPNNWTKLDVEYKT 360 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
NSGEI I ATGTYDNrrNKQ TYTFTDYVDKYENI KAHLKLTSYI DKSKVPNNNTKLDVEYKT 410 

ALSSVNKTI TVEYCKPNENRTANLQSIVFTNI DTKNI-fTVEOTI Yl NPLRYSAKETNVNI SG 420 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
ALSSVNKTI TVEYCKPNENRTANLQSIVFTNI DTKNHTVEOTI Yl NPLRYSAKETNVNI SG 470 

NGDEGSTI I DDSTI I KVYKVGDNGNLPDSNRI YDYSEYEDVTNDDYAaCNNNDVNI NFG 480 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
471 NGDEGSTI I DDSTI I KVYKVGDNGNLPDSNRI YDYSEYEDX^NDDYAaGNNNDVNI NFG 530 

Nl DSPYI I KVI SKYDPNKDDYTTI COrVTIVCnTi NEYTGEFRTASYDWri AFSTSSGQ3Q 540 

LI Lkw 1 W/1 kLimwi mm i^mm\ ktkvm 590 

GDLPPEKT 548 
598 
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